IN-DEPTH MICROBIAL ANALYSIS OF SANT’AGOSTINO

TABLE OLIVES FLAVORED WITH WILD FENNEL
(Foeniculum vulgare Mill., 1768)

Giulio Perricone’, Davide Alongi’, Antonino Pirrone’, Elena Franciosi2, Venera Seminerio’, Valentina Craparo’, Nicola Francesca’, Luca Settanni?, Giancarlo Moschetti!, Antonio Alfonzo'
1 Department of Agricultural, Food and Forest Sciences (SAAF), University of Palermo, Viale delle Scienze Bldg. 5, Ent. C, 90128 Palermo, ltaly
2 Research and Innovation Centre, EdOmund Mach Foundation, San Michele all'Adige, TN, San Michele all’Adige, 38010, Italy

Corresponding Author: giulio.perricone@unipa.it

INTRODUCTION

This study investigates the microbial ecology of methodologies.

Sant’Agostino green table olives, a traditional The olives underwent spontaneous fermentation.
Apulian product flavored with wild fennel Both fruit and brine samples were analysed to
(Foeniculum vulgare), employing a polyphasic characterise cultivable and  non-cultivable
approach that integrates both microbial communities.

culture-dependent and  culture-independent

METHODOLOGY

*** Table olive processing and sampling. Selection and
calibration

** pH measurement.

Coronmm e | G

“* Microbiological analysis. Debittering with
NaOH

¢ Isolation, phenotypic and genotypic characterisation of LAB

and spore-forming bacteria. Fermentation
P . .« . . . . in NaCl brine
+** Isolation, phenotipic and genotypic characterisation of yeast.

»* Extraction of the DNA and preparation of the MiSeq library. Addition of fennel

RESULTS AND DISCUSSION

Microbial enumeration revealed lactic acid bacteria (LAB) and yeasts as been previously associated with table olives.

the dominant groups. LAB counts reached 7.3 Log CFU/g in fruit and 6.4 Their endophytic nature suggests a possible origin from the stems,
Log CFU/mL in brine, whereas yeast populations were higher in brine leaves, or seeds of the wild fennel used as a flavouring agent. lllumina
(5.6-5.9 Log CFU/mL) than in fruit (4.5-4.9 Log CFU/g). Enterococcus sequencing enabled the detection of non-culturable bacterial
faecium and Candida tropicalis were the most frequently isolated communities in olive fruit and brine, revealing eight taxa including

species. Enterococcus, Leuconostoc, and Alphaproteobacteria.
Among the spore-forming bacteria dected exclusively in the brine Enterococcus and Leuconostoc dominated both matrices, with notable
samples across all four batches, none of the identified species have variability in relative abundance across samples.
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Strains  Species tation, exhibited significant  the four analysed batches do not
e microbial diversity. pose a microbiological risk to
QL19 nestia endophytica
OL14  Bacilus velezensis Enterococcus faecium was the consumers. Nonetheless, further
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e Species frequently isolated yeast. The microbiota of this specific

Torulaspora delbruechil . . .
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